EMAP III Active Domain 



1 TACCCCTGCCCTGAAAAAACTGGCCAGCGCTGCCTACCCAGATCCCTCAAAGCAGAAGCC 

61 AATGGCCAAAGGCCTGCCAAGAATTCAGAACC AGAGGAGGTCATCCCATCCCGGCTGGAT 
1 EEVIPSRLD 

121 ATCCGTGTGGGGAAAATCATCACTGTGGAGAAGCACCCAGATGCAGACAGCCTGTATGTA 
10IRVGKI I TVEKHPDADSLYV 

181 GAGAAGATTGACGTGGGGGAAGCTGAACCACGGACTGTGGTGAGCGGCCTGGTACAGTTC 
30 EK I DVGEAEPRTVVSGLVQF 

g41 GTGCCCAAGGAGGAACTGCAGGACAGGCTGGTAGTGGTGCTGTGCAACCTGAAACCCCAG 
250 VPKEELQDRLVVVLCNLKPQ 

|Jp01 AAGATGAGAGGAGTCGAGTCCCAAGGCATGCTTCTGTGTGCTTCTATAGAAGGGATAAAC 
O70KMRGVESQGMLLCAS I EG I N 

M361 CGCCAGGTTGAACCTCTGGACCCTCCGGCAGGCTCTGCTCCTGGTGAGCACGTGTTTGTG 
M-SORQVEPLDPPAGSAPGEHVFV 

m 

iS|21 AAGGGCTATGAAAAGGGCCAACCAGATGAGGAGCTCAAGCCCAAGAAGAAAGTCTTCGAG 
^IIOKGYEKGQPDEELKPKKKVFE 



481 AAGTTGCAGGCTGACTTCAAAATTTCTGAGGAGTGCATCGCACAGTGGAAGCAAACCAAC 
130KLQADFK I SEEC I AQWKQTN 



541 TTCATGACCAAGCTGGGCTCCATTTCCTGTAAATCGCTGAAAGGGGGGAACATTAGGTAG 
150FMTKLGS I SCKSLKGGN I S • 



601 CCAGCCCAGCATCTTCCCCCCTTCTTCCACCACTGA 636 



Figure 1. 



Homology Comparison of EMAPIII 

vs. EMAPII 



130 KGEKKEKKQQS I AGSADSKP I DVSRLDLR I GC I I TARKHPDADSLYVEEV 179 



180 DVGE I APRTVVSGLVNHVPLEQMQNRMV I LLCNLKPAKMRGVLSQAMVMC 229 

I I I I . I I I I I I I I I. II I: : I: I: I: : I I I I I I. I I I I I I I: I: : I 

64 DVGEAEPRTVVSGLVQFVPKEELQDRLVVVLCNLKPQKMRGVESQGMLLC 113 

230 ASSPE. . . KIEILAPPNGSVI?6DRITFDAF. PGEPDKELNPKKK I WEQ I Q 275 

II . : . : I I. I I. I I. I I: : : . . : : . I : I I . I I . I I I I : : I . : I 

114 AS I EG I NRQVEPLDPPAGSAPGEHVFVKGYEKGQPDEELKPKKKVFEKLQ 163 

276 PDLHTNDECVATYKGVPFEVKGKGVCRAQTMSNSG IK* 313 

: I: . . . : I I: I : I. . I.I : : : I. I 

164 ADFK I SEEC I AQWKQTNFMTKLGS I S. CKSLKGGN IS* 200 



32 



EEV I PSRLD I RVGK 1 1 TVEKHPDADSLYVEK I 63 



Figure $. Q 



